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Description of project: To identify and study differentially expressed genes
in the Tomato abscission zones. The Tomato abscission specific microarrays
will be used to study the molecular mechanisms of Abscission, markers for
breeding and targets for preventing abscission.

Part -1

Develop Tomato Abscission specific microarray by complementing existing
transcriptome database with newly identified transcripts from abscission
zones in leaf and flowers.

We (our lab) will supply leaf and flowers - abscission zones tissues (directly
by storing them in the RNA SAVE) from multiple plants and abscission
development pool (2 samples).

We ask for performing transcriptome sequencing 72 base paired or longer
end run for 2 samples - Abscission zone of leaf and Abscission zone of
flower.

The service should include: NGS sequencing (lllumina-based high-throughput
sequencing), sequence analysis, novel ORF predictions and developing a
microarray that includes both known ORFs and newly discovered ORFs.

Part-2
The second part of the project is to perform Gene expression profiling using

the Abscission specific microarrays. We will supply 6 flower AZ samples
(directly by storing them in the RNA SAVE).

The service should include: RNA extraction, QC, labeling hybridization
scanning raw data, QC of raw data and microarray data analysis including
statistical analysis (normalizations, graphs and charts, clusters of up and
down regulated genes) and custom analysis support.

Part-3 (no cost)

Option to perform more Gene expression profiling using the Abscission
specific microarrays.
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